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Mycobacterium tuberculosis H37Rv  

Genome size: 4,411,529 bp 

 

ORFs: 3,959 

Attributed functions: 2,441 

Unknown: 606  
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M. tuberculosis M. africanum M. microti M. bovis 

M. bovis BCG 

identical 16S rRNA gene sequence 

99.9 % DNA sequence similarity 

M. canettii 
 

( )  

 

 

 

M. pinnipedii 

Roland Brosch et al 2010   

M. tuberculosis complex 

6 



BCG  

Å 1894    Lille  
Å 1908     
Å 1921  231     
Å 1921    BCG  (Weill-Halle) 
Å 1924  BCG  
Å 1941    BCG  
Å 1943  8 BCG  
Å 1948    BCG  
Å 1949    BCG  
Å 1950    BCG  
Å 1952    ( )  BCG  
Å 1956  BCG  
Å 1956   
Å 1960    172 172  
Å 1964    172 Tokyo 172  
Å 1965    Tokyo 172WHO  
Å 1967     
Å 2010  Tokyo172-1 WHO   

 

7 



BCG  
M. bovis 

Pasteur 

Phipps 

Frappier 

Connaught Prague 

Russia 

Denmark 

Tice Japan 

Sweden 

Birkhaug Glaxo 

Moreau 

RD1 

RD2 

RD16 

RD8 

RD14 

1908 

1931 

1937 

1924 

1934 

1938 

1926 

1961 

1948 1947 

1954 
 

 

IS6110 

8 



  
 

B
C

G
 M

o
re

a
u
 

B
C

G
 R

u
s
s
ia

 

B
C

G
 C

o
n

n
a

u
g

h
t 

B
C

G
 T

ic
e

 

B
C

G
 G

la
x
o
 

B
C

G
 P

a
s
te

u
r 

B
C

G
 J

a
p

a
n

 

B
C

G
 B

ir
k
h

a
u

g
 

T
B

 H
3

7
R

v
 

T
B

 5
6

4
8
 

M
. b

ov
is

 1
5
4
6

 

350 

250 

150 

450 
550 

base 

pairs 

RD8 

RD16 

RD2 

RD14 

RD1 

Bedwell, J. et al.: Vaccine 19, 2146-2151, 2001 
9 


