





Mycobacterium tuberculosis H37Rv

M. tuberculosis

(H37Rv)

M. tuberculosis
H37Rv
4,411,529 bp

Genome size: 4,411,529 bp 3

ORFs: 3,959
Attributed functions: 2,441
Unknown: 606
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99.9 % DNA sequence similarity M. bovis BCG

identical 16S rRNA gene sequence
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Bedwell, J. et al.:



